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Annomauus. 1lenb: OLeHNTD N3MEHEHN MUKPOOMOTBI KOXKM Y €Tl C OCTPOIl KpaNMBHUIIEH PA3/INIHOI CTEIEHN TsXKe-
cri. MaTepuanbl M MeTOABI: 06C/IejoBaHO 94 pebenka B Bo3pacte OT 3 fjo 14 net. CHopmMmpoBaHbI YeThIpe KIMHIIECKIE IPYII-
bl | rpymma (n=15) — ety ¢ 1ErKuM TedeHneM ocTpoit KpanuBHuLEL, 11 rpymma (n=32) — co cpegHeTsDKENDbIM TedeHmeM, 111
rpymma (n=16) — c Tspxénoit popmoit, IV rpynma (n=31) — gern 1 u 2a rpyni 30poBbs (KOHTpO/IbHasA rpymmna). Bcem maryen-
TaM BBIIIOTHEHO KOMIIIEKCHOE K/IMHMKO-1ab0paTopHOe 00C/IefloBaHNe, a TakKe IIPOM3BeJieHa KaueCTBEHHAsA U KOJMYeCTBEH-
Hasl OLleHKa MUKpPOOMOTHI KOXX1. 3a6op Marepuana i 6aKTepUOIOIMIeCcKOro UCCIeNOBaHMA IIPOBOAMICA € 00/IacTu cpefi-
Hell TPeTH NpeIedbs Ha IOPaKEHHOM y4acTKe KOXKM ¥ Ha CUMMETPIYHOM HEIOPaKEHHOM y4acTKe Y HAI[IeHTOB C OCTPO
KpanuBHUIIelL. B KOHTPONBHOI IpyIie 3a60p MaTepyasa IPOM3BOAU/IN C COOTBETCTBYIOLIEIO yYacTKa KOXKI IpefIiedbs. Pe-
3y/IBTAThI: Ha HEIIOPOKEHHOM y4acTKe KOKHU y OONbHBIX | IpyNIIbI OBBILIEHa YacToTa OOHapy)xeHus Propionibacterium spp.
(p<0,05), Bo II rpynine — Bacteroides spp. (p<0,05), a B III rpymniie noBeliieHa YacToTa 0OHAPYXXEHMs S. aureus 1 CHYKEHA Ja-
crora obHapyxenns Micrococcus spp. (p<0,05) B cpaBHeHMM ¢ MOKasaTeassMu MUKpo61oTe! fgetett IV rpynmer. Ha mopaxénnom
y4acTke Koxu y fieteit I rpymniist zocToBepHO noBbiieHa (p<0,05) yactoTa oOHapys>keHus Bacteroides spp. ¥ CHUDKeHa 4acTOTa
obnapyxenus Bacillus spp. (p<0,05), a y gereit IV rpyImbsl nccienyeMslit Ipu3HaK MOBbIIIeH A S.aureus (p<0,05). BoIBoabI:
IOy YeHHBIE B XOfie IIPOBEJIEHHOTO MCCTIeOBAHNA JaHHbIE CBUETENIbCTBYIOT O Pa3INuMAX MUKPOOHBIX TATTEPHOB KOXI B 3a-
BYCHMOCTH OT TSDKECTI TeYeHMsI OCTPOIL KPAIIVBHMIIBI Y JleTelL.
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Hna yumuposanus: Haboka 101, Jlebenenxo A.A., TloceBuna A.H., ABepknua JI.A., VBannuxosa E.B., Kynps E.B.
Muxpo6uora KOXM feTell ¢ OCTPOil KpaIMBHMUIIEH PasIMYHON CTeleHM TskecTn. Meduyunckuil eecmuux FOea Poccuu.
2022;13(3):100-105. DOI 10.21886/2219-8075-2022-13-4-100-105

Skin microbiota of children with acute urticaria of varying severity
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Objective: to evaluate changes in the skin microbiota of the children with acute urticaria of varying severity.

Materials and methods: a total of 94 children aged 3 to 14 years old were examined. Four clinical groups were formed. Group
I (n=15) included children with mild acute urticaria, group II (n=32) - with moderate course, group III (n=16) — with severe
form, and group IV (n=31) - children of the 1 and 2a health group (control group). All patients underwent a comprehensive
clinical and laboratory examination, as well as a qualitative and quantitative assessment of the skin microbiota. The sampling of
the material for bacteriological examination was carried out from the area of the middle third of the forearm on the affected area
of the skin and on a symmetrical unaffected area in patients with acute urticaria. In the control group, the material was taken from
the corresponding area of the forearm skin. Results: in the unaffected area of the skin in patients of group I, the rate of detection
of Propionibacterium spp. (p<0.05) was increased, in group II, the rate of detection of Bacteroides spp. was increased (p<0.05),
and in group III, the rate of detection of S. aigeis was increased and Micrococcus spp. (p<0.05) was reduced in comparison with
the microbiota indicators of children in group IV. On the affected area of the skin in children of group II, the detection rate of
Bacteroides spp. was significantly increased (p<0.05) and the detection rate of Bacillus spp. (p<0.05) was decreased, in children
of group 1V, the studied feature was increased for S. aureus (p<0.05). Conclusions: the data obtained during the study indicate
differences in microbial patterns of the skin depending on the severity of the course of acute urticaria in children.
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Y.L. Naboka, A.A. Lebedenko, A.N. Posevina, L.A. Averkina, E.V. Ivannikova, E. V. Kudrya

SKIN MICROBIOTA OF CHILDREN WITH ACUTE URTICARIA OF VARYING SEVERITY

3.1.21

Ta6muua / Table 1

3HauyMMble pasIuuMs YaCTOThI BCTpeyaeMocTH (%) OTAeNbHbIX IMpeACcTaBUTeNell MUKPOOIOTHI KOXM (HETOPa kEHHBIN
YYACTOK) Y ieTell MCCIeyeMbIX TPy
Significant differences in the frequency of occurrence (%) of individual representatives of the skin microbiota (unaffected
area) in children of the study groups

[pynmbr
MuKpoopraHusMbl Groups
Microorganisms b
1| it m | v
daxynbpTaTUBHO-aHa9pOOHBIE GaKTepyM
Facultative-anaerobic bacteria
S.aureus 73,3 56,2 93,7 38,7 0.003*
S.epidermidis 53,3 68,7 50,0 90,3 0.006*
S.haemolyticus 0 0 0 16,1 0.009*
Micrococcus spp. 20,0 25,0 12,5 61,3 0.001*
Bacillus spp. 20,0 3,1 6,2 35,5 0.006*
Enterococcus spp. 0 0 0 16,1 0.007*
HexknocTpuananbHO-aHaspoOHble GaKkTepum
Non-clostridial-anaerobic bacteria
Propionibacterium spp. 53,3 40,6 25,0 16,1 0.04*
Bacteroides spp. 13,3 31,2 6,2 0 0.001*

IIpumeuanue: cpasHeHue 0Cyuecmensnoch ¢ NOMOUsLI0 MmouHozo mecma Puuiepa, *p<0,05.
Note: the comparison was carried out using an accurate Fischer test, *p<0,05.

BBenenne

Ocrpas xpanuBauna (OK) ABnsgercsa ogHOI U3 aKTyalb-
HbIX 11 3HAYMMBIX IIP06/IeM coBpeMeHHOIT tepmarpun. Io pe-
3y/JIbTaTaM IIPOBEEHHBIX AMMAEMMIOIOTMIECKIX UCCIeoBa-
HUJI 9aCTOTa BCTPEYAeMOCTH KPAIVBHUIBI CPeyl TEeTCKOTO
HaceyleHus mocTuraer 6,7% [1,2]. PasBuTue aTOro HEOTIOXK-
HOTO COCTOSIHMS CBS3aHO CO MHOXKECTBOM 3TUOIOTMYECKIX
(baKTOpOB, YTO 3a4aCTYIO 3aTPYAHAET AMATHOCTUYECKUIT ITO-
UCK BEYIEro TPUITEPA U BCIEACTBIE 3TOTO YCIOKHAET Te-
paIeBTUYECKYIO TAKTHUKY [3,4].

B HacrosIee BpeMs 0co6yI0 PO/Ib OTBOJAT MUKPOOMOTE
U/WI MUKPOOMOMY KOXXI B PasBUTUN Pas3/INYHBIX ajIePro-
IepMaTo30B [5,6]. B 4acTHOCTM, YCTaHOBJIEHA CBA3b Pas3HO-
06pasnA KOKHOTO MUKpPOOMOMa C TS)KeCTbIO TEYEHUS aTo-
myeckoro fiepmarnta [7]. BbLaBIeHa KoppenmAnmsa Mexpugy
TIOBBINIEHNEM KOMMYECTBA S.aureus Ha KOXKe ¥ YBeTdeHVeM
koHIeHTpauun IgE B cpiBOpoTKe KpoBu. S.aureus obmamaer
MOLIHBIM apceHasIoM (PaKTOPOB MATOIeHHOCTHU, KOTOpbIE 3a-
YaCTYIO SIB/IIOTCS TPUITEPAMI a/lIePIUMYecKux peakiuit [8].
B T0 ke BpeMs po/b M3MEeHEeHMIT MUKPOOMOTEI KOXKI B TeHe-
3e, a TaloKe BVAHUM Ha TsKecThb TedeHus OK ocraercsa mMano
U3y4EHHOIL.

Llentb MccnenoBanmsl — OLIEHNTH M3MEHEHNs B MUKPOO1O-
T€e KOXKM Y JIETeil C OCTPOIl KPAIIMBHULIEN PA3/INIHON CTere-
HU TSDKECTH.

Marepnaibl 1 METOIBI
ITpoBeneHo KIMHMKO-/TabopaTtopHoe obceoBanme 94 ne-
Teil B Bo3pacte oT 3 fjo 12 et (cpepgumit Bospact — 8,3+3,2
rozia). O6¢crenyemble pasjiefieHbl Ha deTbIpe TPyIbl. Ilepblie
TpM ITpymbl — Aety ¢ guarnosoM OK pasnnynoii crenenu T4-
xectu: I rpynma (n=15) — nérkoe TeyeHre 3aboneBanus, 11
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rpymma (n=32) — cpegHeTshkéNnoe Tedenne, 111 rpymma (n=16)
— mxénas ¢popma OK. B IV rpynny (n=31), KOHTPOIIbHYIO,
BK/IIOUEHBI JieTu 11 2a rpymnn 3fmoposbda. Kputepun BKode-
HuA B I, I n 111 rpynmer — Bospact 3-12 nieT, iuarnos «Ocrpas
KpalMBHMIIA», OTCYTCTBME COIYTCTBYIOIIUX JI€pMATONIOIN-
4ecKux 3abojeBaHmil, MHGOPMUPOBAHHOE COITIACKE POJUTE-
neit. Kpurepun Bxmrovenns s IV rpynmy — Bospact 3-12 ner,
TPYIIIBI 350pOBbs 1 1 2a, HGOPMUPOBAHHOE COTTIACKE POIM-
teneit. Y pereit ¢ OK mccnefoBams MUKpOOMOTY KOXU IBYX
YJ4acTKOB (IIOPaKEHHOTO ¥ CUMMETPUYHOTO HEMOpPaKEHHO-
T0) CpefjHell TPeT! BHYTPeHHelT II0BEPXHOCTH IpefIriedbs. B
KOHTPOJIBHOII TPYIIITe 3a00p Mareprasa MpOU3BOAWICS C II0-
BEPXHOCTH TOIMYECK) COOTBETCTBYIOLETO JIOKyca. bakTepu-
OJIOTMYecKoe UCC/IefIOBAaHNe KOXKM IIPOBOAMIN MO METORUKe
A.B. Tlokarmmosa (1993)'. B3siTie Ma3KOB-OTIIEYaTKOB IIPO-
M3BOAWIM B cooTBeTCTBIM ¢ MY 4.2.2 039-05 (2006 I.), pexo-
menganusimu B.B. Menbumkosa (2009 r.) u P. Murray (2015 1.)
C TIOMOIIIBI0 GAKIIEYATOK C PA3/IMYHBIMIU IUTATE/IBHBIMU Cpe-
mamn [9, 10]. Vicrionp3oBany paciinpeHHblil HAOOp MUTATENb-
HBIX Cpel /I a9pOOHBIX U aHa9POOHBIX TAKCOHOB MUKPOOMO-
Tbl COOTBETCTBEHHO B adpOOHBIX ¥ aHAIPOOHBIX YCIOBMIX
KyIbTUBUpPOBaHMA. [I/1A co3aHMs MOC/IeTHNX MCIIONb30BaIN
AnaeroHiGas PaK. Vzentuduxariyo MUKpPOOPTraHN3MOB, Be-
PrUIIMPOBAHHBIX B U3Y4aeMbIX JIOKYCaX, IIPOBOAVIIN 110 06-
IHIETIPYHATHIM METO[VIKAM.

Crartuctudeckne pacuérsl BRITONHIM B R (Bepcus 3.2,
R Foundation for Statistical Computing, Vienna, Austria).

1 Tloxarunos, A.B. Komonusaums u ajre3aus MUKpo6amMm Koxu 6071b-
HBIX XMPYPIMYECKOTO CTALIOHapa B 9KOJIOIMYECKM HeOIaromnoydHol
ob6craHoBKe : aBToped. JuC. ... KaHf. Mell. Hayk : 03.00.16 / ITokarunos
Anexceit Bopucosny. — Bonrorpap, 1993. — 24 c.
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PA3JIMYHONM CTEITEHU TAXKECTU ol

Ta6muua / Table 2
3HauMMble PasINIMs YaCTOThI BCTpeyaeMocT (%) OTAeIbHBIX NpeAcTaBUTeNell MUKPOOMOTHI KOXN
(MOpa>K€HHBII YIACTOK) Y AeTeil MICCIeLyeMBIX TPYIII
Significant differences in the frequency of occurrence (%) of individual representatives of the skin microbiota (affected area)
in children of the studied groups

Ipynmer
MuKpoopraHu3mMbl Groups
Microorganisms b
I | II | 111 v
dakynpTaTUBHO-aHA9POOHbIE GaKTepun
Facultative-anaerobic bacteria
S.aureus 60,00 37,50 81,25 31,71 0.02%
S.epidermidis 86,67 71,87 50,00 90,32 0.009%
S.haemolyticus 0 0 0 16,13 0.01*
Bacillus spp. 13,33 3,12 12,50 35,48 0.009*
Enterococcus spp. 0 0 0 16,13 0.01*
HexnocTpyuananbHO-aHaspoOHbIe 6aKTepum
Non-clostridial-anaerobic bacteria
Bacteroides spp. 26,67 40,62 12,50 0 0.0005*
ITpuMeyaHMe: CpaBHEHNE OCYLIECTBIIANIOCH C IOMOLIbIO TOUHOTrO TecTa Ouinepa, *p<0,05.
Note: the comparison was carried out using an accurate Fischer test, *p<0,05.
Tabmuma /Table 3
CpaBHUTETbHBIIT AaHAIN3 YPOBHEI KOHIIEHTPALNIT IPeICTaBUTeNell MUKPOOUOTHI KOXI
(Hemopa>kEHHBIN YYaCTOK) Y AeTell UCCIeAyeMbIX IPYIIIT
Comparative analysis of concentration levels of skin microbiota representatives
(unaffected area) in children of the study groups
[pynmbt
MI/H?pOOpFaH‘I/ISMbI Groups P
Microorganisms
I I 111 v
S.aureus 3.5 [2;7.5] 1.75 [1; 3.5] 2.0 [1;6.8] 5.0 [1.38;12.2] 0.2
S.epidermidis 8.0 [5.5;10.2] 2.0 [0.5; 3.8] 2.88[0.75; 6.5] 1.12 [0.8; 2.0] 0.0001*
S.haemolyticus 0.6 [0.5; 0.75]
Micrococcus spp. 3.0 [3; 5] 0.5 [0.5; 4.0] 0.5[0.5; 0.5] 1.3 [1; 3.25] 0.2
Corynebacterium spp. 0.25[0.25;0.75] 0.75 [0.25;2.0] 2.0 [0.25;4.75] 2.75[0.25;2.75] 0.8
S.pyogenes 5.0 [5; 5] 3.9[3.9;3.9] 4.8 [4.8; 4.8]
Bacillus spp. 0.5 [0.25; 1.25] 0.25[0.25;0.25] 1.75[1.75;1.75] 0.75 [0.5; 1.5] 0.1

Enterococcus spp. 3.0 [2.8; 3.0]

Peptococcus spp. 1.0 [1.05 3.3] 1.0 [0.5; 2.0] 2.0 [1.3;5.0] 2.5 [1.75; 3.0] 0.007*
Peptostreptococcus spp. 1.0 [0.25; 1.0] 1.15 [1.0; 2.0] 1.3 [0.5; 2.0] 3.0 [1.0; 3.0] 0.02%
Propionibacterium spp. 0.75[0.3; 1] 0.3 [0.3;0.3] 0.62 [0.4; 0.88] 1.25 [1.0; 1.25] 0.001*

Veillonella spp. 1.0 [1.0;1.0] 1.0 [1.0; 1.0] 1.0 [1.0; 1.0] 3.0 [3.0;3.2] 0.007*

Bacteroides spp. 0.75 [0.5; 1.0] 0.5 [0.5; 0.5] 0.3 [0.3;0.3] 0.2

Eubacterium spp. 1.0 [0.75; 1.2]

Ilpumevanme: fanHbIe B Tabmuie npencTasiens B Buge Me [LQ, VQ]; cpaBHeHMe ocy1ecTBIs10Ch ¢ ToMoIbio Tecta Kpa-
ckana-Yojmca. JIyis cydaeB, KOIZia IIoKa3aTe/Ib He ObII OIIpefie/I€H y BceX HaO/MIofiaeMbIX B IPYIIIle, siueiika OCTaB/IeHa IIyCTOll,
*p<0,05.

Note: the data in the table are presented in the form of Me [LQ, VQ]; the comparison was carried out using the Kraskel-Wallis test.
For cases when the indicator was not determined for all the observed in the group, the cell is left empty, *p<0.05.
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3.1.21 SKIN MICROBIOTA OF CHILDREN WITH ACUTE URTICARIA OF VARYING SEVERITY
Ta6muua / Table 4
CpaBHUTEIbHBIIT AaHAIN3 YPOBHEI KOHIIEHTPALMIT IPENCTABUTENEl MUKPOGUOTHI KOXKI
(mOpa>KéHHBPIIT YYACTOK) MCCIIEAYEMBIX IPYILI
Comparative analysis of concentration levels of skin microbiota representatives
(unaffected area) in children of the study groups
[pynmet
Mmgpoopraﬂlmsmm (I;)Zoups p
Microorganisms
I II 111 v
S.aureus 1.5 [1.25; 2] 1.25[0.62; 4.5] 1.75 [1.25; 2.5] 5.0 [1.38;12.2] 0.3
S.epidermidis 1.75 [1; 2.5] 1.25[0.3; 1.6] 2.0 [1.02; 6] 1.12 [0.8; 2.0] 0.1
S.haemolyticus 0.6 [0.5; 0.75]

Micrococcus spp. 1.75 [0.8; 2.0] 0.8 [0.75; 2.0] 0.8 [0.75; 2.0] 1.3 [1.0; 3.25] 0.3

Corynebacterium spp. 4.85[1.0; 12.5] 4.35[1.7;5.25] 6.38 [3.7; 8.0] 2.75 [0.25; 2.75] 0.1
Bacillus spp. 1.38 [1.0; 1.75] 1.75 [1.75; 1.75] 1.12 [0.75; 1.5] 0.75 [0.5; 1.5] 0.1

Enterococcus spp. 3.0 [2.8;3.0]

Peptococcus spp. 2.0 [1.0; 3.0] 1.0 [0.3; 2.5] 0.5 [0.3; 3] 2.5[1.75; 3.0] 0.1
Peptostreptococcus spp. 3.0 [2.0; 3.0] 2.5[1.0; 3.5] 3.0 [1.0; 4.2] 3.0 [1.05 3.0] 1
Propionibacterium spp. 2.0 [0.65; 3.0] 0.5 [0.5; 0.5] 0.75 [0.5; 2.0] 1.25[1.0; 1.25] 0.3

Veillonella spp. 0.3[0.3;0.3] 0.3 [0.3;0.3] 3.0 [3.0;3.2] 0.01*

Bacteroides spp. 2.0 [0.65; 3.0] 0.5 [0.3;0.5] 2.0 [1.0; 3.0] 0.1

Fusobacterium spp. 0.75 [0.75; 0.75] 0.45 [0.4; 0.5] 0.7
Eubacterium spp. 3.0 [3.0; 3.0] 2.5[2.5;2.5] 0.5 [0.3; 2.75] 1.0 [0.75; 1.2] 0.4

ITpuMeuaHwme: TaHHbIE B TabMIle IpeficTaBneHbl B Buie Me [LQ, VQ]; cpaBHeHNe 0CYIIecTBIIANOCH € ToMolIbio TecTa Kpa-
ckasa-Yommca. Jlyist cmydaes, KOIZia IIoKasaresib He ObUI OIIpefie/ieH y BCeX HaO/II0faeMbIX B TPYIIIIE, siuelika OCTaB/IeHa MyCTOlL,

*p<0,05.

Note: the data in the table are presented in the form of Me [LQ, VQ]; the comparison was carried out using the Kraskel-Wallis test.

For cases when the indicator was not determined for all the observed in the group, the cell is left empty, *p<0.05.

Pasnuuns aHaIM3MPOBAIU Ha OCHOBE OLIEHOK YacTOT BCTpe-
YaeMOCTM U KOHIeHTpauuii. [Tpu aHamMse KomudecTBeHHbBIX
XapaKTePUCTVK PA3TNIHBIX TAKCOHOB MUKPOOMOTBI, Bepu-
(GUUMPOBAHHBIX Ha KOXe, IPOU3BEJEHbI PACYETHI CPEIHUX
3Ha4YeHUT B Bjie MeguaHbl (Me), a TaK)Ke HIDKHIIT KBAPTU/Ib
(LQ), Bepxumit kBaptunb (VQ). [l aHamm3a CXOACTBA UC-
nonb3oBanu MeTof; Bapna (paccrosinue bpes-Képruca). Tax-
e JIIA CPaBHEHVA HeCBA3aHHBIX TPYIII MIPUMEHAINCh KpH-
Tepuit MaHHa- YUTHU 1 TOYHBIN TecT Purepa.

Pesynbrarbl

ITpoBenEHHDINT CpaBHUTENTbHBII aHAMN3 MUKPOOMOTHI He-
HOPaXEHHOTO yYacTKa KO B M3y4aeMbIX TPYIIIIaX MallyeH-
toB ¢ OK 11 rpymnmos KOHTPOJIA HO3BOJINII ONIPEfieNTh JOCTO-
BepHble OT/INYMs O § TAaKCOHAM MUKPOOPraHM3MoB (Tabil.
1). Y maumeHToB I rpymmsl oTMedeH poCT 4acTOTH OOHApY-
xeHns Propionibacterium spp. (p=0,04), a Bo II rpymme —
Bacteroides spp. (p=0,001). IIpn Tskénoit crenenu OK (III
TpyIllla) XapaKTepHO YBeIMYeHUe M3Y4aeMOTo IOKasaTeslsd
mna S.aureus (p=0,003) n cHwkeHMe — ana Micrococcus spp.
(0,001). BIV rpymme or™Medascst pOCT 4aCTOTBI OOHAPY >KeHMs
mist S.epidermidis (p=0,006) u Bacillus spp. (p=0,006).

Ilpu cpaBHEHMM MUKPOOMOTHI IOPAKEHHOTO YdYacTKa
Koy nanueHTos ¢ OK pa3nmnyHoi cTeneHn TAXKeCTH U JeTel
KOHTPOJIbHON TIpynmel (Tabm. 2) oOHapy>KeHbI CIefyole
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pasnmmMuKsA 1o IpU3HAKY YacTOT BCTpedaeMocTu: Bo II rpym-
Ile yBenMdYeHa dYacToTa OOHapykeHus Bacteroides spp.
(p=0,0005) u cumxkena — Bacillus spp. (p=0,009), B III rpyn-
TIe YBe/TM4YeH M3ydJaeMblif TToKa3aTenb 4 S.aureus. (p=0,02).
B ToXXe BpeMs B IpyIIIle KOHTPOJIA OblIa 3HAYMMO MOBBIIIE-
Ha yactoTa o6HapyxeHus S.epidermidis (p=0,009) u orcyr-
cTBoBanu Bacteroides spp.

Heo6XoyMo OTMETUTb JOCTOBEPHBI POCT YaCTOTHI 00-
Hapy»XeHus S.aureus y jieTeil ¢ TOKEMBIM TeYEHUEM OCTPOIA
KPaIJMBHUIBI B 000NX 113y4aeMbIX TOKYCaxX KOXIL.

CpaBHUTE/IbHHBIN aHAIN3 CPEJHMUX IOKa3aTelell KOH-
LEHTpaLMil MUKPOOPTaHM3MOB, BepUUIMPOBAHHBIX Ha
HeTIOpaKEHHOM yJacTKe Koxki y manyentos ¢ OK u rpymn-
IIbl KOHTPOJISA, BBIABMI JJOCTOBEPHBIE PaslINyys IO HEKO-
TOPBIM TaKCOHaM MUKpoopraHusmos (tabm. 3). B I rpyn-
e OOHApPY)XeHO MOBBIIIEHNE M3yYaeMOro MOKasaTes
mst S.epidermidis u cumxenne — pust Peptococcus spp.,
Peptostreptococcus spp., Veillonella spp. Bo II rpyme ycra-
HOBJIEHO CHIDKEHIe KOHIleHTpanuy Ay Propionibacterium
spp. B III rpynme sapermcTpupoBaH pOCT KOHIEHTpa-
num Peptococcus spp. Hapapy c¢ atum B rpymme KoOH-
TPO/MA OTMEYeHO TIOBBINIEHNE YPOBHA KOHIEHTpaINn
Peptostreptococcus spp., Propionibacterium spp. u cHmxe-
Hue — S.epidermidis no cpaBrHenuto ¢ 6onpHbIMU OK pas-
JIMYHOM CTEIIeHM TSKeCTI.
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ITpu mpoBeeHNY aHAIOTMYIHOTO aHAIM3a HAa MOPAKEHHOM
y4actke Koxu 60mpHbIX OK 110 cpaBHEHMIO ¢ ITOKa3aTesIMu Jie-
Tell KOHTPOJIbHO TPYIIIIbI BBISIBIEHBI JOCTOBEPHBIE PA3/IYIS
To71bKO 110 1 Takcony Veillonella spp. (ta6. 4). Tak, BHe 3aBucK-
MOCTH OT TSDKECTY T€YEHVsI M3yJaeMOll IIATOTIOrMI MeVIaHHOE
3HaueHne KoHeHTparuu Veillonella spp. cocrasmsimo 10 KOE/
cM? a B IV rpyme ator nokasarens 6bu1 paBet 10° KOE/cm?

O6¢cyxpmenne

MukpobuoTa KOXM 1 €€ BHUEOBOI COCTaB HAIPSIMYIO
B/IMAIOT Ha TeYeHMe PasIMYHbIX 3aboneBanmil koxu, 1 OK
He sABjsAeTcs uckmodeHneM [11]. KomuuecTBeHHbIe 1 Kade-
CTBEHHbIE M3MEHEHNUA KOXKHOI MUKPOOMOTBI CONPSKEHBI C
TSDKECTDBIO TedeHMA aTommyeckoro sepmarura [12]. I[Tpambim
MIKPOOHBIM MapKePOM TaKIX COCTOSIHWIT 3a4aCTYI0 SIB/ISIETCS
S.aureus [13]. Clausen M. L. u coaBT. B cBoux paborax obpa-
IIAI0T BHYMAaHME Ha TO, YTO YBeINYeHNe KOTOHU3AIMN KOXKI
S.aureus cCrIocoOCTBYeT CHIDKEHUIO YPOBH: (IIAITPIHA, YTO B
CBOIO OYepelb IPUBOAUT K IOBbILIeHNI0 pH Kok 1 Hapy1ile-
HILIO KO>KHOTO 6apbepa, TeM CaMbIM yTsDKe/Isisl TedeH e aTOIN-
JecKoro gepmarura [14, 15]. S.aureus MOXXeT ycyry6msathb Te-
YeHyIe aToINY IyTeM SKCIIpeccuy (PaKTOpOB BUPYIEHTHOCTH,
BBI3BIBAS IIPY 9TOM HapyIlleHNe KOKHOTO0 6apbepa 1 BOCIIa/IN-
Te/IbHbIE N3MeHeHus [7].

ITpoBeféHHOE HaMU MCCIeOBaHNe MMUKPOOMOTHI IOpa-
JKEHHOTO 1 HETIOPAKEHHOTO YYaCTKOB KOXKM IIPU KPAIIMBHU-
Iie I0Ka3bIBaeT BJIMsIHNE Ha TedeHe U IIPOTHO3 3a00/IeBaHsI
AVCOMOTMYECKNX M3MEHEHMII B COCTaBe MUKPOOMOIleHO3a
kox11. ITonydeHHbIe JaHHBIE 00 YBeNMMYeHNe YacTOThl OOHa-
pyxenns S.aureus Ha koxxe fiereit ¢ OK pasnnyHoit cTenenn
TSKECTU B CPAaBHEHNY CO 3[JOPOBBIMU AE€TbMM COITIACYIOTCS C
pe3y/praTamy MCCIefOBAHUIT MUKPOOMOTBI KOXI IIPH [PY-
rux aronudeckux 3aboneBannsx [13]. Ilo maHHBIM Harero
VICCIIeTJOBaHMsI, OTMeYeHa TeHJEHIVA K YBeIMYeHNIO JacTo-
Tl OOHapyxeHus S.aureus npu yrspkenenun tedenus OK.
Taxym 06pa3oM, HOMTy4YeHHbIe Pe3y/IbTaThl IO3BOJIAIOT TOBO-
PUTb O BIMSHMU 30JIOTUCTOTO CTa(pMIIOKOKKA Ha pasBUTHE
TSKECTM Te4eHM KpalVBHUIIBL.

VismMeHeHNsA cocTaBa GaKTepuaabHBIX COOOIIECTB MUKPO-
OMOTBI KOXXM MOTYT OBITb BaXXHBIM MHIYKTOPOM KIMHUYe-
CKVMX IIPOSABJIEHNUII Y MTAL[IEHTOB C YCTAHOB/IEHHBIM aTOMIYe-
CKJM JIepPMaTUTOM U CIIOCOOCTBOBATD Pa3BUTIIO 060CTPEHMIA
[13]. TIpoBens aHA/IOTMIO MEXJY Pe3yIbTaTaMy JOCTYIIHBIX
uccenoBanmit [5,8] u JaHHBIMM, TIOTYYEHHBIMI HAMMU, MOX-
HO CJIeIaTh BBIBOJI, YTO BbIABJIEHHBIE N3MEHEHNUA MUKPOOIO-
TBI KOKJM MOTYT BBICTYIIaTh TPUITEPHBIM (PaKTOPOM pas3Bu-
TV OCTPOJ KPAIMBHMIIBI, @ TAK)Ke OKA3bIBATh BIIMAHME Ha
TSDKECTD TedeHNs 3a00/IeBaHms.

Ha ceropHsMHMIT IeHb BefyTCs UCCTIETOBAHNA 1O ONTHU-
MM3AIMY TePAIMU aTOMMYECKOTO JIepPMATHUTA IIyTeM TpaHC-
IVIAHTAIMM  MMKPOOMOTEL. CileoBaTeNbHO, IOMyYeHHbIe
HaMM JIJaHHbIe MOTYT ABIATbCA 6a30ii /A M3yYeHMsA Iepe-
CafIKM OTHENbHBIX BUJIOB MUKPOOPTAHM3MOB IIPM TXKENBIX
pelanBUpyomuX GOpMax KPaIBHULBL y HETeil.

BoiBogb1

Ha nemopax€éHHOM y4acTke Koxkn y geteit ¢ OK I rpym-
bl jocToBepHO (p<0,05) MOBBIIIEHa YacTOTa OOHAPY>KEHUA
Propionibacterium spp., 8o II rpymnme — Bacteroides spp., B I1I
rpyme S.aureus 1 cHypKeHa Micrococcus spp. ITpu onjeHke KoH-
LIEHTPALMI MIKPOOPTaHM3MOB yCcTaHOBIEHO (p<0,05), uTo B I
TpyIIIle YBe/M4eHbl IToKasaTeu jjid S.epidermidis u cHybKeHbI
— s Peptococcus spp., Peptostreptococcus spp., Veillonella
spp., Bo II rpymme cHibKeHO KommdecTBo Propionibacterium
spp., B Il rpynne nosbimeno konmyectso Peptococcus spp.

Ha nopaxxennom yvactke koxu pgereit ¢ OK II rpymmst
noctoBepHOo (p<0,05) IOBBIIIEHA YacTOTa OOHAPY)KEHUS
Bacteroides spp. u cHmkeHa — S.aureus u Bacillus spp., B I1I
IpyIllle MOBBIIIEH M3y4aeMblil NpusHak aiasa S.aureus. Ilpn
OlLieHKe KOHIIeHTpalii MUKpPOOPIaHU3MOB JJOCTOBEpHbIE OT-
nmmaust obHapyskeHbl Tonbko ms Veillonella spp. (p=0,01).
KoHIeHTpars JaHHOTO POfja MUKPOOPTaHM3MOB Obla J0-
CTOBEPHO BbIIIIE Y [ieTell KOHTPOJIbHOI IPYILIIbL, 4eM y 60/Ib-
Hpix OK pasnmmyHoli cTenenn TAXeCTHn.

Poct 4acToThl OOHAapy)XeHMs S.aureus MOXKeT ABJIATHCA
BEPOATHBIM IpefUKTOpOoM TsDkémoro tedenus OK y mereri.
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